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One of the most important tasks in the field of diagnosis and therapy of cancer is the most accurate determination of localization of tumor and anatomical structures, which are adjacent to the affected organ, on obtained CT-images. The more precisely will be differentiated the tumor, the more effective further radiation therapy will be planned and the less complications patient will receive in the future. 


The main problem while planning radiation therapy after holding of radiation diagnostics is an objective evaluation of the obtained images. On CT-images it can be rather complicated to differentiate the biological structures and to assess the boundary between the pathological formation and the surrounding healthy tissues. This assessment is rather subjective and can vary while analyzing the images by different doctors. 

Nowadays there are different mathematical methods for medical images segmentation to improve structures visualization on CT-images. The use of such methods can serve as a basis for creating of automated expert systems. Such systems are based on the use of information about the biological features of tumors and healthy tissues structure. With expert systems diagnosis and planning of radiation therapy can be carried out more objectively and accurately and the probability of errors that occurs when doctor only visually evaluates images can be excluded. In radiology segmentation is the main task for pathological and healthy areas isolation [1]. Segmented image is an image, which is divided into a certain number of areas that are homogeneous with respect to some criteria. All pixels in a dedicated segment are similar in certain characteristics or properties such as color, brightness or texture. 
The main goal of the current work is considering the applicability of the Mean Shift method for medical images segmentation and biological structures contouring. 
For achieving this goal the possibility of the Mean Shift method applying was analyzed and the main algorithms for the realization of CT-images segmentation and biological structures contouring procedure by the Mean Shift method were obtained. Algorithm of the Mean Shift method is based on the calculation of the gradient of point distribution density in space [2]. That is why its use for segmentation of CT-images which are grayscale and don’t have sharp edges as usual images is very efficient in comparison with other methods for images segmentation and objects recognition.
Algorithms obtained in the current work can serve as a base for development of expert computer systems for making objective and accurate decisions in radiology.  It will allow in the future carrying out the operational computer analysis of data on specific pathologies.  Segmented  image greatly simplifies recognition of objects and determination of the  boundaries,  therefore  Mean  Shift  method  which  was analyzed in the current work  can be very useful in radiology for the separation of normal and pathological regions. 
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